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152 <210> SEQ ID NO: 2 

153 <211> LENGTH: 640 

154 <212> TYPE: PRT 

155 <213> ORGANISM: Aspergillus niger 
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ID NO: 3 



























239 <211> LENGTH: 1917 

240 <212> TYPE: DNA 

241 <213> ORGANISM: Aspergillus niger 

242 <220> FEATURE: 
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RAW SEQUENCE LISTING ERROR SUMMARY 

PATENT APPLICATION: US/10/849 , 106 



DATE: 05/25/2004 
TIME: 08:04:07 



Input Set : N:\Crf3\RULE60\10849106.raw 
Output Set: N:\CRF4\05252004\J849106.raw 



Please Note; 

Use of n and/or Xaa have been detected in the Sequence Listing. Please review the 
Sequence Listing to ensure that a corresponding explanation is presented in the <220> 
to <223> fields of each sequence which presents at least one n or Xaa. 

Seq#:9; N Pos. 9 

Seq#:13; N Pos ; 3,6,9,15,18,24 

Seq#:14; N Pos. 16,19 
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VERIFICATION SUMMARY DATE: 
PATENT APPLICATION: US/10/849,106 TIME: 

Input Set : N:\Crf3\RULE60\10849106.raw 
Output Set: N:\CRF4\05252004\J849106.raw 



05/25/2004 
08:04:07 



Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 
Mandatory Feature missing, 



L:26 M:258 W: 
L:26 M:258 W: 
L:29 M:258 W: 
L:29 M:258 W: 
L:29 M:258 W: 
L:249 M:258 W: 
L:249 M:258 W: 
L:249 M:258 W: 
L:468 M:258 W: 
L:468 M:258 W: 
L:471 M:258 W: 
L:471 M:258 W: 
L:471 M:258 W: 
L:688 M:258 W: 
L:688 M:258 W: 
L:688 M:258 W: 
L:911 M:281 W: 
L:914 M:258 W: 
L:916 M:258 W: 
L:917 M:341 W: 
L:925 M:281 W: 
L:927 M:258 W: 
L:936 M:281 W: 
L:938 M:258 W: 
L:947 M:281 W: 
L:949 M:258 W: 
L:958 M:281 W: 
L:961 M:258 W: 

L:964 M:258 W: Mandatory Feature missing, 
L:967 M:258 W: Mandatory Feature missing, 
L:970 M:258 W: Mandatory Feature missing, 
L:973 M:258 W: Mandatory Feature missing, 
L:976 M:258 W: Mandatory Feature missing, 
L:978 M:258 W: Mandatory Feature missing, 
L:979 M:341 W: 
L:987 M:281 W: 
L:990 M:258 W: 
L:993 M:258 W: 
L:995 M:258 W: 
L:996 M:341 W: 
L:1004 M:281 W: 
L:1006 M:258 W: 
L:1015 M:281 W: 
L:1017 M:258 W: 
L:1026 M:281 W: 
L:1028 M:258 W: 
L:1037 M:281 W: 



<220> Tag not found for SEQ ID#:1 
<223> Blank for SEQ# : 1 , Line# : 0 
<220> Tag not found for SEQ ID# : 1 
<223> Blank for SEQ# : 1 , Line# : 0 
<22 3> Blank for SEQ# : 1 , Line# : 0 
<22 0> Tag not found for SEQ ID#:3 
<223> Blank for SEQ# : 3 , Line# : 0 
<223> Blank for SEQ# : 3 , Line# : 0 
<220> Tag not found for SEQ ID#:5 
<223> Blank for SEQ# : 5 , Line# : 0 
<22 0> Tag not found for SEQ ID#:5 
<223> Blank for SEQ# : 5 , Line# : 0 
<223> Blank for SEQ# : 5 , Linett : 0 
<22 0> Tag not found for SEQ ID#:7 
<223> Blank for SEQ# : 7 , Line# : 0 
<223> Blank for SEQ# : 7, Line# : 0 



Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:9 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:9 
(46) "n" or "Xaa" used, for SEQ ID# : 9 after pos . : 0 
Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:10 
Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:11 
Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:12 
Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:13 

<22 0> Tag not found for SEQ ID#:13 
<220> Tag not found for SEQ ID#:13 
<220> Tag not found for SEQ ID#:13 
<220> Tag not found for SEQ ID#:13 
<220> Tag not found for SEQ ID#:13 
<220> Tag not found for SEQ ID#:13 
(46) "n" or "Xaa" used, for SEQ ID#:13 after pos . : 0 
Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:14 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:14 
Mandatory Feature missing, <220> Tag not found for SEQ ID# : 14 
(46) "n" or "Xaa" used, for SEQ ID#:14 after pos . : 0 
Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:15 
Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:16 
Numeric Fields not Ordered, <221> Sort in ascending order! 
Mandatory Feature missing, <220> Tag not found for SEQ ID#:17 
Numeric Fields not Ordered, <221> Sort in ascending order! 
L:1039 M:258 W: Mandatory Feature missing, <220> Tag not found for SEQ ID#:18 
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